Clinical relevance evaluation of a novel homologous recombination deficiency CE-IVD decentralized solution that identifies ovarian cancer patients that could potentially benefit from treatment with PARP inhibitors
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Results
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y Figure 1. Concordance of Gl index/score between SOPHIADDM™  Table 3. Progression-free survival in PAOLA-1 patients stratified according to SOPHiA DDM™ Dx HRD Solution Gl status and Figure 2. Progression-free survival in a PAOLA-1 sub-cohort of patients stratified according to SOPHIA DDM™ Dx HRD Solution Gl status or Myriad MyChoice® CDx GI+BRCA status (n = 195). Gl, genomic
Dx HRD Solution and Myriad MyChoice® CDx (n = 116). Gl, Myriad MyChoice® CDx GI+BRCA status (n = 195). Gl, genomic instability. instability; PFS, progression-free survival.
genomic instability; Gll, genomic integrity index.
*Preliminary results only based on retrospective correlation findings outside the context of a clinical trial. TResearch center committees individually provided ethical approval for research on biological samples and/or clinical information according to the clinical research regulations in each country, and patient consent was obtained.
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